
Manual Integration 
 
1. To manually adjust the integration baseline 

and peak separation in a chromatogram use 
the manual integration toolbar provided by 
PeakSimple. To open up the manual integra-
tion toolbar select Edit in the PeakSimple 
menu bar and then click on the Manual Inte-
gration option. The manual integration toolbar 
will now appear to the left of the chromato-
graph. 

 
2. The manual integration toolbar contains nine 

types of manual integration options. Four of 
the most commonly used options are None 
integration, Drop integration, Based integra-
tion, and Rubber Band integration.  

 
3. To make a baseline ignore a peak use the 

None integration tool. After opening chroma-
togram 602.CHR and the manual integration 
toolbar, zoom in on the baseline of the solvent 
peak and the smaller unrecognized peak im-
mediately to its right. Click on the None inte-
gration tool in the manual integration toolbar 
with the mouse cursor and then click on the 
valley between the two peaks where they 
meet the baseline.  The area of the small 
peak is now added to the solvent peak.  

 
4. To undo the changes made to a chroma-

togram at any time simply click on the Undo 
integration tool in the manual integration tool-
bar. After selecting this tool all integration 
changes made to the chromatogram will be 
undone.  

 
5. Click on the Undo tool with your mouse cur-

sor and select the Drop integration tool to en-
able the dropping of the baseline below the 
between the two peaks. After selecting the 
Drop tool click where the valley of the peaks 
meet the baseline with the cursor. The base-
line should now be dropped below the base of 
the peaks and a line should extend from it to 
the baseline.  
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